NA-MIC,one of seven National Centers for Biomedical Computing (NCBC) created under the NIH Roadmap Initiative, is a multi-institutional, interdisciplinary team of computer scientists, software engineers, and medical investigators who develop computational tools for the analysis and visualization of medical image data.  The purpose of the center is to provide the infrastructure and environment for the development of computational algorithms and open source technologies, and then oversee the training and dissemination of these tools to the medical research community. One of the guiding principles of NA-MIC is a commitment to Free Open Source Software (FOSS). The alliance has adopted a BSD style open source license for its infrastructure software which allows research and commercial entities unrestricted access to build upon the NA-MIC platform.
The first six years of NA-MIC were focused primarily on basic research in schizophrenia, autism, and lupus, where detailed individual analyses of lesion locations, cortical thickness, white matter architecture, and brain morphology were studied in large populations. Statistics from these group comparisons are essential to defining the range of variation endemic in these conditions. As part of these efforts, NA-MIC invested heavily in the technologies for analysis and visualization of multimodal imaging studies of individuals. Increasingly these tools and approaches have supported translational science in support of patient-specific clinical decision support. The set of biological problems driving NA-MIC’s technology for the current cycle, Huntington’s disease, Traumatic Brain Injury, Atrial Fibrillation, and Head and Neck Cancer, reflect the goal of embodying knowledge gained from population analysis in new or modified software systems directed to the benefit of individual patients. While the past and present drivers were the mentioned specific diseases, the methods are applicable to many others. The computational tools developed in NA-MIC are used to perform image-analysis at a range of scales, and across a range of modalities including diffusion MRI, quantitative ECG, and metabolic and receptor PET, but potentially including microscopic, genomic, and other image data. It applies to image data from individual patients, and to studies executed across large populations. The data is taken from subjects across a wide range of time scales and ultimately apply to a broad range of diseases in a broad range of organs. 
It is not enough for image analysis efforts to demonstrate new scientific principles. These efforts must be converted into working systems that are easily used and accessed by scientific practitioners. NA-MIC is actively integrating the efforts of leading researchers with a shared vision for development and distribution of the tools required to advance the power of imaging as a methodology for quantifying and analyzing biomedical data. This shared vision is based on a thorough composition of computational methods, from image acquisition to analysis, that builds on the best available practices in algorithm development, software engineering, and application of medical image computing for understanding and mitigating the effects of disease and disability. 

